	JGI RESOURCE REQUEST 
Add lines as needed for # of organisms
· = required fields

	Total # of Samples: 
	Product Type:  
□ Archaeal & Bacterial:  
     □ Isolates & Single Cell      □Resequencing        □ RNA-sequencing
□ Metagenome/Metatranscriptome

□ DNA synthesis 


	Organism 1

	Genus*:
	Species* (or N/A):

	Strain* (or N/A):
	Kingdom*: 	□ Alga	□ Animal 	□ Archaeal	□ Bacteria		 		□ Fungi	□ Phage	□ Plant	□ Protist 	□Virus

	NCBI Taxon ID:
	Culture Collection and ID:

	Single Cell Amplification:     □Y	□N
	Risk Group*:     □Unknown 	 □ 1 	  □ 2	□3

	Genome Size (MB):
	GC Content (%):
	Ploitd

	Organism 2

	Genus:
	Species (or N/A):

	Strain (or N/A):
	Kingdom: 	□ Alga	□ Animal 	□ Archaeal	□ Bacteria		 		□ Fungi	□ Phage	□ Plant	□ Protist 	□Virus

	NCBI Taxon ID:
	Culture Collection and ID:

	Single Cell Amplification:     □Y	□N
	Risk Group:     □Unknown 	 □ 1 	  □ 2	□3

	Genome Size (MB):
	GC Content (%):
	Ploitd

	Metagenome 1

	Risk Group*:     □Unknown 	 □ 1 	  □ 2	□3

	Characterization*:     □Host 	 
□ Engineered 	  □ Environment

	Classification*:     □Soil	 
□ Thermal springs	  □ Marine
□ Freshwater	  □ Other
	Specification of microbial community*:     □Microbial/bacterial	 
□ Viral	  □ Archaeal    □ Other

	Description of metagenome sample and source*:

	Synthesis request:

	Number of clones requested*: 
	Size range of clones requested (kb)*:
	Total amount of synthesis requested (kb)*:
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